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Transcriptome Analysis of Gloxinia Flowers in Response to Heat Stress
Zhengjian Luo  Xiaoyan Li
School of Basic Medical Sciences and Forensic Medicine
[Abstract] The flower buds of gloxinia cultured at room temperature and high temperature were used for
transcriptome analysis. The results showed that there were 1885 different expression genes between mut group
and WT group involved in stress response, multi—organism process and response to temperature stimulus; the
differentially expressed genes related to pathways are mainly concentrated in plant signal transduction and
endoplasmic reticulum protein processing. Transcription factor prediction analysis showed that AP2/ERF,
bHLH, MYB—related, C2H2 and NAC were highly expressed in response to heat stress. These transcription

factors and genes related to plant hormone signal transduction and endoplasmic reticulum protein processing can

be used as candidate genes in response to heat stress.
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