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Molecular Epidemiological Investigation of Blastocystis in Yaks in the Danba Region of
Ganzi Prefecture, Sichuan Province
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[Abstract] A study in Danba, Sichuan, detected Blastocystis in yaks from 50 fecal samples. The infection rate
was 10% (5/50), with subtypes ST10 (8%) and ST14 (2%) identified. ST10 was dominant (80% of positives).

The results confirm local infection and underscore the need for targeted control and improved farm hygiene.
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